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Outline 
The promotion of basic research is a crucial activity for us. Research in this laboratory focuses on molecular 
biology, metabolism, diabetes, obesity, and rheumatology. Specific research interests are listed below. To 
achieve our research goals, we employ various methods in molecular biology, such as gene and protein 
expression analyses, and clinical testing. Projects are open to the basic research field of the interrelationship 
between dentistry and medicine (for example, the interaction between bone and metabolic organs through 
exosome), although we currently focus on the limited field of medicine. We are looking for graduate 
students to earn a doctoral degree. 
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Main research in progress 
1) Molecular pathophysiology of diabetes, obesity, and rheumatology 
2) Noncoding RNAs and extracellular vesicles (especially, exosome) in cell biology 
3) Extracellular mitochondrial protein as novel markers of insulin resistance 
4) Interrelationship between bone and metabolic organs such as muscle and adipose tissue 
5) Complement activation in autoimmune diseases 
6) Useful markers and removal of DOAC in case of serious bleeding 
7) Standardization of laboratory tests for coagulation 
 
 
 
 
 
 



Schematic summary of the current studies 
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A novel mechanism of glucose uptake
regulated by a long noncoding RNA (lncRNA), dreh


